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CLAIMS 



What is Claimed: 



1 . An isolated polynucleotide comprising a sequence selected from the 
group consisting of: 

(a) sequenced provided in SEQ ID NO: 1-111, 115-171, 173-175, 177, 
179-305, 307-315, 326, 328, 33o\332-335, 340-375, 381, 382 and 384-476, 524, 526, 530, 
531, 533, 535, 536, 552, 569-572\587, 591, 593-606, 618-705, 709-774, 777, 789, 817, 
823 and 824; 

(b) complements o\ the sequences provided in SEQ ID NO: 1-111, 115- 
171, 173-175, 177, 179-305, 307-315, S26, 328, 330, 332-335, 340-375, 381, 382 and 384- 
476, 524, 526, 530, 531, 533, 535, 536\ 552, 569-572, 587, 591, 593-606, 618-705, 709- 
774, 777, 789, 817, 823 and 824; 

(c) sequences consisting of at least 20 contiguous residues of a sequence 
provided in SEQ ID NO: 1-111, 115-171, 1\73-175, 177, 179-305, 307-315, 326, 328, 330, 
332-335, 340-375, 381, 382 and 384-476, 52tt, 526, 530, 531, 533, 535, 536, 552, 569-572, 
587, 591, 593-606, 618-705, 709-774, 777, 78017, 823 and 824; 



(d) sequences that hybridjize\ to 
111, 115-171, 173-175, 177, 179-305, 307-315, 



a sequence provided in SEQ ID NO: 1- 



26,JZK 330, 332-335, 340-375, 381, 382 
and 384-476, 524, 526, 530, 531, 533, 535,"5"3-& 552, 569-572, 587, 591, 593-606, 618- 
705, 709-774, 777, 789, 817, 823 and 824 under ntoderately stringent conditions; 

(e) sequences having at least 75% identity to a sequence of SEQ ID 
NO: 1-111, 115-171, 173-175, 177, 179-305, 307-3^5, 326, 328, 330, 332-335, 340-375, 
381, 382 and 384-476, 524, 526, 530, 531, 533, 535, 5$6, 552, 569-572, 587, 591, 593-606, 
618-705, 709-774, 777, 789, 817, 823 and 824; 

(f) sequences having at least 90% identity to a sequence of SEQ ID NO: 
1-111, 115-171, 173-175, 177, 179-305, 307-315, 326, 328, 330, 332-335, 340-375, 381, 
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382 and 384-476, 524, 526, 530, 53.1, 533, 535, 536, 552, 569-572, 587, 591, 593-606, 
618-705, 709-774, 777, 789, 817, 823 and 824; and 

(g) degenerate varianre-ef.a sequence provided in SEQ ID NO: 1-111, 
115-171, 173-175, 177, 179-305, 307-3^1 5\326j?8, 330, 332-335, 340-375, 381, 382 and 
384-476, 524, 526, 530, 531, 533, 535^53^ 552, 569-572, 587, 591, 593-606, 618-705, 
709-774, 777, 789, 817, 823 and 824. \ 



2\ An isolated polypeptide comprising an amino acid sequence selected 
from the group consisting of: 

(a) \sequences recited in SEQ ID NO: 1 12-114, 172, 176, 178, 327, 329, 
331, 336, 339, 376-38o\ 383, 477-483, 496, 504, 505, 519, 520, 522, 525, 527, 532, 534, 
537-551, 553-568, 573-586, 588-590, 592, 706-708, 775, 776, 778, 780, 781, 811, 814, 
818, 826, 827, 853, 855, 85SL 860-862 and 866-877; 

(b) sequences h aying at least 70% identity to a sequence of SEQ ID NO: 
112-114, 172, 176, 178, 32^329, 331, 336^339, 376-380, 383, 477-483, 496, 504, 505, 
519, 520, 522, 525, 527, 532, 534, 537-551, 553-568, 573-586, 588-590, 592, 706-708, 
775, 776, 778, 780, 781, 811, 81^81X^56,827, 853, 855, 858, 860-862 and 866-877; 

(c) sequences having at least 90% identity to a sequence of SEQ ID NO: 
112-114, 172, 176, 178, 327, 329,\j3 l\tt<339, 376-380, 383, 477-483, 496, 504, 505, 
519, 520, 522, 525, 527, 5J2^-534Tl37-5Sl, 553-568, 573-586, 588-590, 592, 706-708, 
775, 776, 778, 780, 781, 811, 814, 818, 826, 8^7, 853, 855, 858, 860-862 and 866-877; 

(d) sequences encoded by a polynucleotide of claim 1 ; 

(e) sequences having at least 70% identity to a sequence encoded by a 
polynucleotide of claim 1; and \ 

(f) sequences having at least 90% identity to a sequence encoded by a 
polynucleotide of claim 1 . \ 

3. An expression vectofpdomprising a polynucleotide of claim 1 
operably linked to an expression control sequence: 

197 




210121.427C19 



4. A host cell transformed or transfected with an expression vector 
according to claim 3. 

5. An isolated \antibody, or antigen-binding fragment thereof, that 
specifically binds to a polypeptide orclaim 2. 



6. A method for detecting the presence of a cancer in a patient, 
comprising the steps of: 

(a) obtaining a biologica\sample from the patient; 

(b) contacting the biological sample with a binding agent that binds to a 
polypeptide of claim 2; 

(c) detecting in the sample \f^am6unt of polypeptide that binds to the 
binding agent; and 

(d) comparing the amount of polypeptide to a predetermined cut-off 
value and therefrom determining the presence of a canper i n the patient. 



claim 2. 




7. A fusion prot^n^mprising at least one polypeptide according to 



8. An oligonucleotide that hybridizes to a sequence recited in SEQ ID 
NO: 1-111, 115-171, 173-175, \77, 179-305, 307-315, 326, 328, 330, 332-335, 340-375, 
381, 382 and 384-476, 524, 526, 5^0, 531, 533, 535, 536, 552, 569-572, 587, 591, 593-606, 
618-705, 709-774, 777, 789, 817, 8ZS and 824 under moderately stringent conditions. 



9. A method for stimulating and/or expanding T cells specific for a 
tumor protein, comprising contacting T celik wiih at least one component selected from the 
group consisting of: 

(a) polypeptides accordingto^claim 2; 

(b) polynucleotides according ta claim 1; and 
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(c) antigen-presenting cells that express a polypeptide according to 

claim 1, 

under conditions\and for a time sufficient to permit the stimulation and/or 
expansion of T cells. 

10. An isolated l\cell population, comprising T cells prepared according 
to the method of claim 9. 



11. A composition comprising a first component selected from the group 
consisting of physiologically acceptable, carriers and immunostimulants, and a second 
component selected from the group consisting of: 

(a) polypeptides accordiiW to claim 2; 

(b) polynucleotides accoroing to claim 1 ; 

(c) antibodies according topaim 5; 

(d) fusion proteins according to claim 7; 

(e) T cell populations according to claim 10; and 

(f) antigen presenting cells j^iaTe^r^ss a polypeptide according to 

claim 2. 

12. A method for stimulating an immune respjmse in a patient, 
comprising administering to the patient a compositioai of claim 1 1^ 



13. A method for the treatment of a cancer in a patient, comprising 
administering to the patient a composition of claim 11. 

14. A method for determining the presence of a cancer in a patient, 
comprising the steps of: 

(a) obtaining a biological sample from the patient; 
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(b) contacting the biological sample with an oligonucleotide according 
to claim 8; \ 

(c) detecting ki the sample an amount of a polynucleotide that 
hybridizes to the oligonucleotide; and 

(d) compare thd amount of polynucleotide that hybridizes to the 
oligonucleotide to a predetermined cut-off value, and therefrom determining the presence 
of the cancer in the patient. 



15. A diagnostic kit Comprising at least one oligonucleotide according to 



claim 8. 



16. A diagnostic kit comprising at least one antibody according to 
claim 5 and a detection reagent, wherein the^ detection reagent comprises a reporter group. 

17. A method for inhitpti^g the] development of a cancer in a patient, 
comprising the steps of: 

(a) incubating CD4+ anWor\CD8+ T,cells isolated from a patient with at 
least one component selected from the group Consisting of: (i) polypeptides according to 
claim 2; (ii) polynucleotides according to claim 1; and (iii) antigen presenting cells that 
express a polypeptide of claim 2, such that T cellWoliferate; 

(b) administering to the patient\an effective amount of the proliferated T 

cells, 

and thereby inhibiting the development of a cancer in the patient. 
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